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ISMB NEWS is a news bulletin published twice a year in order to share information between the various 
departments involved in the Institute of Structural and Molecular Biology. This includes information 
such as events, research highlights, new staff appointments, awards and grants. 
 
Your comments, suggestions and contributions are welcome and will help us put together a newsletter 
which meets your expectations. Please email the ISMB administrator at ismb-admin@ismb.lon.ac.uk. 
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IN FOCUS: ISMB PROFILES  
 
Dr Saul Purton, Reader in Molecular Phycology 
 

 

“My research career began in the Botany School, University of Cambridge where my 
Ph.D. studies focussed on the molecular biology of the chloroplast and the nature of the 
organelle’s RNA polymerase. An EMBO Fellowship then took me to the lab of Jean-David 
Rochaix at the University of Geneva where I spend three happy years developing the 
molecular-genetic tools necessary for the development of the green unicellular alga 
Chlamydomonas reinhardtii into a fully-fledged model organism (later to be referred to 
as the “green yeast”).My achievements included the development of selectable markers, 

methodology for the efficient transformation of Chlamydomonas, and the demonstration that the random 
integration of the marker DNA into the nuclear genome could be used as an insertional mutagenesis 
method to create mutants defective in photosynthesis or respiration. During my third year in Geneva, I 
received a phone call out of the blue from Prof. Mike Evans (Biology, UCL) offering me a lectureship in the 
Department, and so at the tender age of 27, I began my time as an academic at UCL. Eighteen years 
later I’m still here, and still working with Chlamydomonas. My research has had three main themes: i) 
understanding electron transfer processes in Photosystem I (PSI) by combining site-directed mutagenesis 
of the chloroplast-localised genes for core subunits of PSI with low-temperature electron paramagnetic 
resonance spectroscopy; ii) identifying and characterising nuclear-encoded factors that regulate the 
expression of target genes in the chloroplast or mitochondrial genomes; iii) understanding the evolution 
of the organelle genomes from those of their bacterial progenitors and why/how certain genes have 
moved to the nucleus whilst other have remained in the organelle. More recently (as UK funding for basic 
science has slowly dried up) my research has become more applied. We are currently investigating the 
synthesis of recombinant proteins in the algal chloroplast, with the aim of developing a fast, benign and 
low-cost platform for the production of therapeutic proteins. In addition, we have several projects 
exploring the potential of algal species with high lipid content as a source of biofuels when grown on an 
industrial scale.” 
 

[Details of work and papers at www.smb.ucl.ac.uk/department-staff] 
[s.purton@ucl.ac.uk] 
 

Saul Purton 
 
Dr Adam McKay, RCUK Research Fellow in Chemical Biology  
 

Training initially as a chemist, I developed a keen interest in molecular structure. I was 
introduced to structural biology at the University of Cambridge under the supervision of 
Prof Carol Robinson FRS. My PhD studies used mass spectrometry (MS) to study 
noncovalent interactions between biomolecules. The preservation of these noncovalently 
bound species intact in the mass spectrometer allows insights into their stoichiometry, 
topology, tertiary and quaternary structure. In Carol’s lab I concentrated on understanding 
the composition and structure of the bacterial ribosome. Subsequently I moved to the 

Department of Chemistry at UCL to the lab of Prof Helen Fielding where I continued to work with MS, 
developing novel instrumentation combining ultrafast laser spectroscopy with mass spectrometry to probe 
the dynamics of photo-induced reactions in bioluminescent proteins. I was recently appointed as an RCUK 
research fellow and lecturer. As a result of my continued fascination with the relationship between 
molecular structure and biological function, I intend to focus my efforts on using state of the art MS 
methods to investigate macromolecular complexes. Currently I am working with several large protein-
oligonucloetide complexes that are involved in DNA replication, transcription and repair.  Hopefully this 
work will help us learn more about the composition, assembly and dynamics of some of nature’s most 
enigmatic assemblies. 
 

[Details of work and papers at http://www.chem.ucl.ac.uk/people/mckay/index.html] 
[adam.mckay@ucl.ac.uk] 
 

Adam McKay 
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RESEARCH HIGHLIGHTS 
 
Sensing of DNA at the Single-Molecule Level with Nanopores 
 

Sequencing and sensing DNA at the single-molecule level holds the promise for rapid, 
personalised diagnostics and genetic testing in point-of-care applications. Although 
DNA amplification and Sanger sequencing are widely used, they require sophisticated 
equipment. Analytical approaches based on the electronic detection embedded in a 
lab-on-the-chip format can sidestep the need for bulky optical components and help 
miniaturise the diagnostic device. Nanopore sensing is a solution-based technique 
capable of detecting individual molecules. In the approach, analytes pass through a 
nanoscale pore sitting in a membrane resulting in momentary changes in the observed  
ionic pore current. For example, nanopores have been used to detect isolated nucleotides or sequence 
blocks. However, sensing of multiple bases has so far not been achieved because the fast movement of 
DNA strands through the pore reduces the ability to resolve individual bases. A recent publication by PhD 
student Nick Mitchell in the group of ISMB member Stefan Howorka at UCL Chemistry has shown that 
attaching bulky tags to individual bases can slow the passage of DNA through the pore, enhancing the 
analytical performance of the system. Thus, different tags give rise to different electrical signals, raising 
the prospect of sensing of all four bases. This contribution to the field of chemical biology and 
nanobiotechnology has been featured on the inside cover of Angewandte Chemie International Edition. 
The approach is currently being adapted to sense highly repetitive DNA strands of biomedical and 
forensic interest.  
 
Mitchell N, Howorka S. (2008) Chemical tags facilitate the detection of individual DNA strands with nanopores. Angew Chem Int Ed Eng. 
2008; 47(30):5565-8. 
 

Stefan Howorka 
 

Location of secretory component on the Fc edge of dimeric 
IgA1 reveals insight into the role of secretory IgA1 in mucosal 
immunity 
 

Secretory IgA (SIgA) is the most prevalent antibody in the human body 
and a first line of defence in mucosal immunity. We located secretory 
component (SC) relative to dimeric IgA1 (dIgA1) within the SIgA1 
structure using the constrained modelling of solution scattering and 
analytical ultracentrifugation data. The extended solution structure of 
dIgA1 is largely preserved within SIgA1. From conformational searches 
of SC locations, the best-fit SC models within SIgA1 show that SC is 
extended along the outermost convex edge of the Fc dimer in dIgA1. 
The topology of our SIgA1 structure reveals that it is able to bind to 
one FcαRI receptor molecule. SC binding to the Fc dimer confers 
protection to SIgA1 by the masking of proteolytically-susceptible 
surface sites from bacterial proteases in the harsh environment of the 
mucosa. The models support a “zipper-like” unfolding of SC upon 
dIgA1 in the formation and transportation of SIgA1 into the mucosa.  
 
Bonner, A., Almogren, A., Furtado, P. B., Kerr, M. A. & Perkins, S. J. (2008). Location of 
secretory component on the Fc edge of dimeric IgA1 reveals insight into the role of secretory  

IgA1 in mucosal immunity.  Mucosal Immunology , 2009 Jan;2(1):74-84. Epub 2008 Oct 8. 
 
 
Steve Perkins 

Secretory component is denoted by 
D1-D5. Oligosaccharides are shown 
in cyan and purple. The FcαRI 
receptor binding site is arrowed 

 

ISMB Featured articles and commentaries 
 

Commentaries available for reading at www.ismb.lon.ac.uk/commentary.html: 
 
Clare DK, Bakkes P, van Heerikhuizen H, van der Vies SM and Saibil HR. A chaperonin complex with a 
newly folded protein encapsulated in the folding chamber. Nature, 2009, 457, 107-111 
 
Fronzes R, Schäfer E, Wang L, Saibil HR, Orlova EV, and Waksman G. Structure of a type IV secretion 
system core complex. Science, 2009, 323(5911), 266-8 
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The ribosome goes retro 
 

Translational GTPases are a family of ribosome-
associated GTPases that guide the process of 
protein synthesis (translation). They include 
canonical translation factors, such as EF-G, EF-Tu 
and IF2 – all of which are universally conserved in 
bacteria. When the mRNA codon is presented in 
the A-site of the ribosome, EF-Tu loads a tRNA 
molecule containing an amino acid that is 
complementary to the mRNA condon. After peptide 
bond formation, EF-G translocates the ribosome 
along the mRNA by three nucleotides, moving the 
tRNA from the A site into the P site, and bringing 
the next codon into the A site. Recently, a fourth 
translational GTPase, EF4 (LepA), was found to 
back-translocate the tRNA on the ribosome, 
thereby reverting the canonical translation reaction 
(moving the tRNA from the P site back into the  

A molecular model of ribosome-bound EF4 (fitted in the 
cryo-EM density) interacting with the A/L-tRNA 
intermediate 

A site). EF4 was directly visualized in the process of back-translocating tRNAs using single-particle cryo-
electron microscopy (EM), in Christian Spahn’s Lab at the Institut für Medizinische Physik und Biophysik, 
Charité in Berlin (Connell et al., Nat Struct Mol Biol 2008). In collaboration with Christian Spahn, we 
applied our flexible fitting method to the resulting cryo-EM map and the known X-ray structure of an 
unbound EF4 in order to model a ribosome-bound EF4.  The model revealed that EF4 directly interacts 
with the tRNA in the A-site position (A/L-tRNA intermediate). These contacts could serve to stabilize the 
reaction intermediate, thereby directing the tRNA from the P- to the A–site and promoting the back-
translocation reaction.  
 
Connell SR*, Topf M*, Qin Y*, Wilson DN, Mielke T, Fucini P, Nierhaus KH and Spahn CMT. (2008) Nature Structural and Molecular Biology, 
15, 910 - 915. A new tRNA-intermediate revealed on the ribosome during EF4-mediated back-translocation. (* equal contribution) 
 
Maya Topf 

 
Hsp90-dependent activation of protein kinases is regulated by chaperone-targeted 
dephosphorylation of Cdc37 
 

Hsp90 is an essential cellular chaperone responsible for the activation of a cohort of proteins involved in 
signal transduction, including many oncogenic kinases. Evidence is accumulating that highlights the role 
of post translational modification of both Hsp90 and its cochaperones as a layer of control of Hsp90’s 
activity.  
Cdc37 is a cochaperone that inhibits Hsp90’s ATPase activity and recruits kinase substrates to the 
chaperone. Phosphorylation of Cdc37 on a single serine near the N-terminus of the protein has been 
shown to be essential for activation of Hsp90-dependent kinases, although the mechanism for activation, 
and the role of the phosphorylation of Cdc37 is unknown.  
In our recent publication we show that in addition to phosphorylation, dephosphorylation of Cdc37 is also 
essential for in vivo kinase activation. We identify the Hsp90-dependent phosphatase PP5 as the protein 
responsible for this activity. Using in vitro studies we show that the Cdc37 and PP5 cochaperones must 
bind simultaneously to an Hsp90-kinase complex in order for the dephosphorylation of Cdc37 to proceed.  
The picture that emerges is one in which phosphorylation of Cdc37 is required for kinase recruitment to 
Hsp90 and, once bound to the chaperone, Cdc37’s dephosphorylation by PP5 acts as a signal for the next 
step in the kinase activation pathway. The details of what that step might be is unknown but preliminary 
in vitro results suggest that the switch may involve conformational changes of the nucleotide-binding site 
of Hsp90. 
 
Vaughan CK, Mollapour M, Smith JR, Truman A, Hu B, Good VM, Panaretou B, Neckers L, Clarke PA, Workman P, Piper PW, Prodromou C, 
Pearl LH. (2008) Hsp90-dependent activation of protein kinases is regulated by chaperone-targeted dephosphorylation of Cdc37. Molecular 
Cell. 2008 Sep 26;31(6):886-95. 
 
Cara Vaughan 
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CENTRES & LABORATORIES UPDATES 
 
Summer interns in Birkbeck School of 
Crystallography 
 

The School of Crystallography welcomed seven 
budding scientists in its Summer Internship 
Programme this summer. Undergraduates joined 
research teams to begin to make scientific 
discoveries of their own.  
 

One of the interns, Oliver Huish (20), is in his 
third year of a Biochemistry degree at UCL. 
Working under Dr Mark Williams, Oliver's project 
was to modify a computer programming tool to 
enable it to harness fully the power of modern 
'supercomputer' processors. "My particular target 
was the Cell Processor, which is at the heart of 
every PlayStation 3. I doubt many people start 
the working day by turning on a games console! 
PlayStations are a very cheap source of a lot of 
computing power and their use is growing in 
serious scientific research." Another intern, Nair 
Bonito (22), will finish her undergraduate degree 
in biochemistry this year from University of 
Coimbra, Portugal. For her internship she worked 
with Dr Carolyn Moores on the malaria parasite. 
"People at Birkbeck were really friendly and very 
patient when explaining new things. I would love 
to develop my career as a researcher and I’m 
thinking about applying for a PhD." 
 

We’re happy to get such positive feedback from 
the undergraduates and enjoyed their lively 
contributions to the department’s research over 
the summer. We’d also particularly like to thank 
lab managers, Dr Stella Geddes and Dr Bob Sarra, 
for helping look after the students. The internship 
scheme will run again next summer so please tell 
any interested undergraduates to contact us. 
 

 
 
Reporting by: Catherine Stevens, Media and Publicity 
Officer, External Relations, Birkbeck 
Photo: Oliver Huish and Nair Bonito at Birkbeck, with 
portraits of famous crystallographers JD Bernal and 
Rosalind Franklin in the background (Christina Panagi). 

New NMR facility spectroscopist at UCL 
 

We are very pleased that John Kirkpatrick will be 
joining the ISMB in the post of Biomolecular NMR 
Spectroscopist based at UCL’s SMB. John studied 

Natural Sciences at Cambridge and 
first became interested in NMR after 
undertaking his research project in 
James Keeler's group in the 
Chemistry department. For his PhD, 

he stayed in Cambridge, but did move across  the 
road to the Biochemistry department to work with 
Daniel Nietlispach on the application of solution 
NMR methods to structural studies of integral 
membrane proteins. He then undertook 
postdoctoral research at the EMBL in Heidelberg, 
where his focus is on NMR of RNA-protein 
interactions, in particular in developing novel 
methods for determinations of macromolecular 
structure and dynamics using Residual Dipolar 
Couplings.  We are looking forward to his arrival 
on the 1st of February 2009. 
 

New facility for structural cell biology at 
Birkbeck 
 

A recent grant from the Wellcome Trust is 
providing preparation equipment for cell 
tomography. The new equipment includes a high 
pressure freezer, for rapid freezing of cells and 
small pieces of tissue (about 100 µm thick), along 
with cryo and room temperature microtomes, a 
freeze substitution machine and a fluorescence 
microscope with a cryo stage. This will allow us to 
examine the native, three-dimensional structure 
of cells by cryo sectioning and cryo-electron 
tomography and to correlate the EM images with 
fluorescence images of the same sections. Larger 
regions of cell structure can be more readily 
imaged on freeze-substituted sections, which are 
rapidly frozen and then exchanged into plastic 
resin at low temperature and stained for 
conventional sectioning. 
 

 
 
Section of a freeze-substituted yeast cell  
with a prion aggregate 
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AWARDS & GRANTS 
 
Opportunities for discovery: an update on 
ISMB Interdisciplinary PhD programmes in 
Structural, Computational and Chemical 
Biology 
 

The ISMB is now running two interdisciplinary PhD 
programmes in Structural, Computational and 
Chemical Biology. Funding for these joint PhD 
programmes is provided by the Wellcome Trust and 
by the BBSRC, and will train 50-60 PhD students 
beginning their studies between 2008-2013. 
 

The Wellcome Trust programme, which is run 
jointly by the ISMB and by NIMR, welcomed its first 
intake of eight students in September 2008. The 
BBSRC-funded programme, run by the ISMB, will 
welcome its first students in October this year.  
 

Information about both PhD programmes is 
available on the ISMB website: 
http://www.ismb.lon.ac.uk/phd.html 
 

Wellcome Trust 4-year Interdisciplinary PhD 
Programme 
Academic Coordinator: Dr Alethea Tabor, 
Department of Chemistry, UCL 
(a.b.tabor@ucl.ac.uk) 
 

In the first year of the programme students carry 
out 12-week lab rotations in each of the three 
programme disciplines (structural biology, chemical 
biology and computational biology) before choosing 
their PhD project at the end of the year. Since 
beginning their studies in September 2008, the first 
intake of eight students have completed their first 
lab rotation and have now begun their second. On 
completion of each lab rotation students submit a 
report on the work carried out.  
 

Students arranged their first meetings with potential 
rotation project supervisors as part of a two-week 
induction period in September, during which they 
were introduced to participating departments at 
Birkbeck, UCL and NIMR. An individual schedule of 
foundation courses has been chosen by each 
student, in consultation with the Academic 
Coordinator, providing the opportunity for them to 
broaden their theoretical and practical knowledge 
for this multidisciplinary programme and to provide 
a foundation of knowledge in the programme 
disciplines that were not previously studied during 
their undergraduate courses. Information about the 
programme timetable and structure is available to 
Wellcome Trust students via Moodle, which is also 
used for submission of assessed work, and for 
recording training and transferrable skills. 
 

In May, once they have completed their second lab 
rotation, students will attend an Advanced Lecture 
Series in structural biology, chemical biology and 
computational biology, providing detailed overviews 

 
of the latest advances in the three fields. Then, 
after completion of their third lab rotation, students 
will formally choose a PhD project in one of the 
laboratories where their rotation projects have been 
carried out. All students are examined viva voce at 
the end of September, before beginning their PhD 
research project at the start of the Autumn term. 
 

Applications for the 2009 intake of students closed 
on 14 January and shortlisted candidates will be 
interviewed on 12-13 February. 
 

BBSRC 4-year Interdisciplinary PhD 
Programme 
Academic Coordinator: Dr Carolyn Moores, School 
of Crystallography, Birkbeck 
(c.moores@mail.cryst.bbk.ac.uk) 
 

A second interdisciplinary PhD Programme in 
structural, chemical, and computational biology will 
begin in October 2009. This programme is run 
jointly by the ISMB at Birkbeck and UCL and is 
funded by the BBSRC, providing training for up to 
14 students (including CASE studentships) for entry 
between 2009-2012. The BBSRC PhD programme is 
similarly focused on excellence in interdisciplinary 
research, with some important features that 
distinguish it from the Wellcome Trust-funded 
programme.  
 

Students on the BBSRC programme select their PhD 
project during the application process and will meet 
with potential project supervisors at interview. In 
the first year, students will carry out two linked lab 
rotations, lasting four months each. One of the 
rotations will be with the PhD project supervisor 
and the other will be with a collaborator on the 
same research topic but in a different discipline. For 
example, a student who chooses a PhD project in 
the field of structural biology would gain experience 
during the second rotation in the field of chemical 
biology, biophysics or computational biology. At the 
end of each lab rotation, students will be assessed 
via a written report and an oral presentation. Once 
the lab rotations are successfully completed in June, 
students will begin work on their chosen 
interdisciplinary PhD project using the skills they 
have acquired during their rotations. 
 

Also during the first year, students will study 
elements of taught courses in three or more of the 
programme disciplines: at masters level for the area 
of their PhD project, and at undergraduate level for 
the other programme disciplines. 
 

The deadline for applications to this PhD 
programme is 27 February, with interviews to take 
place at the start of April. The usual UK Research 
Council funding eligibility guidelines apply – these 
are available on the programme webpages. 
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AWARDS & GRANTS 
 
Grants applications - Deadlines 
 
Funding body Funding opportunities Deadlines 

Responsive Research Grants 16 April 2009 BBSRC 
Longer Larger Grant scheme (LoLa) Scheme under review 

Wellcome Trust  Applications invited at any time 
Molecular and Cellular Medicine  4 pm on 13 May 2009 MRC Research board 
Infections and Immunity 4 pm on 20 May 2009 
Responsive Research grants Applications invited at any time 

EPSRC Synthesis of Novel Compounds for the 
Potential Treatment of Respiratory 
Diseases (Drug Discovery) 

02 April 2009 

Leverhulme Trust  Early Career Fellowship 12 March 2009 
Royal Society Industry Fellowship  (science) 12 March 2009 
University of London Central Research Fund 13 March 2009 

 
 
AAAS Newcomb Cleveland Prize 2008 
 
The 2008 Newcomb Cleveland Prize of the American Association for the Advancement of Science (AAAS) has 
been awarded to the 5 authors of the paper “Molecular Basis for the Nerve Dependence of Limb 
Regeneration in an Adult Vertebrate” published in Science 318, 772-777 (2007) by Anoop Kumar, James W. 
Godwin, Phillip B. Gates, A.Acely Garza-Garcia & Jeremy P. Brockes. 
Dr Garza-Garcia is located at NIMR (MRC, Mill Hill) and the other authors are in the Department of 
Structural and Molecular Biology at UCL, where Dr Brockes is an MRC Non-clinical Research Professor. 
The prize is the oldest award of the AAAS, and is given each year for the outstanding paper published in 
Science for the year between June 1 and May 31. This paper is the first from Biology to win the prize in the 
last four years. The prize is 25,000 dollars (to be shared equally between the five authors) along with a 
medal, and is to be presented at the AAAS Annual Meeting at Chicago in February 2009. 
 
More information:  
www.smb.ucl.ac.uk/additional-staff-pages/professor-jeremy-brockes-frs.html
 
 

  
 

 

 
STUDENT NEWS 
 
 
Olympics… 
 

Robert Williams, a 2nd year PhD student at Birkbeck Crystallography, was one of the British Olympic 
rowing team who attended the Beijing Olympics. He managed to take advantage of the flexibility offered 
by the Doctoral Training grant scheme and combine Olympic preparations with part-time study towards a 
PhD. Rob was one of the reserves for the men’s doubles and although he didn’t get to race in the 
competitive heats, he fully enjoyed the experience of being part of the British Olympic team. He is now 
back to full-time study on his PhD and is hoping to keep up with his rowing and qualify as part of the 
London 2012 British rowing team. 
 

Professor Bonnie Wallace, Graduate Tutor at Birkbeck, said "We are very proud to have had Rob represent 
us in Beijing, whilst undertaking such a challenging PhD programme.  I don't expect many of the 
Olympians have been able to simultaneously pursue an advanced degree alongside their demanding 
training schedule. I was very impressed to see him hard at work in the lab both between the World 
Championships and Olympics. We welcome him back and wish him all the best for London 2012." 
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VACANCIES AT THE ISMB 
 
The Institute of Structural and Molecular Biology is seeking applications to fill the following positions: 
 

Two lectureships in Microbial Macromolecular Systems  
Deadline for applications: 15th February 2009 
 

Lectureship in Biomolecular NMR Spectroscopy  
Deadline for applications: 15 March 2009 
 

Chair of Single Molecule Biophysics  
Deadline for applications: 31 March 2009 
 

More information available at: http://www.ismb.lon.ac.uk/vacancies.html 
 
UPCOMING EVENTS 
 
ISMB Seminar   
Prof Sir Tom Blundell FRS  
School of Biological Sciences, University of Cambridge  
 

10 February 2009 

ISMB Seminar  
Prof Keith Gull 
Sir William Dunn School of Pathology, University of Oxford 
 

9 March 2009 
 

LSBC meeting 7 April 2009 
 

ISMB Retreat  
(More information will be available soon on the ISMB website)  

24 & 25 June 2009 

 
Darwin 200 and 150 
 

 

Celebrating the Bicentenary of the birth of Charles Darwin and 150 years since the 
publication of his ‘Origin of Species’ 
 

When he was newly married in his early 30s, Charles Robert Darwin (1809-1882) lived 
for nearly four years at 12 Upper Gower Street or ‘Macaw Cottage' (named for the 
garish colour scheme when he and his wife moved in). This site now is occupied by 
UCL's Darwin Building. By the time he came to Gower Street, Darwin had already 
returned from his famous voyage on HMS Beagle. Darwin went on to establish a 
reputation as one of the foremost scientists of modern times, his work influencing 
contemporaries and their successors at UCL.   

 

Two Research Departments of the Faculty of Life Sciences - namely Structural & 
Molecular Biology (SMB) and Genetics, Ecology & Environmental Science (GEE) are 
located in the Darwin Building.  Professor John Ward and Dr Finn Werner from SMB 
and staff from the Grant Museum in GEE are planning to have displays in the front 
glass cases of the Gower Street entrance of the building and next to the Blue 
Plaque to coincide with the 200th anniversary of Darwin's birth on 12 February. 
The figure here shows one of the displays that will be found at the entrance of the 
Darwin building on Gower Street. 
 

A number of other events and displays are taking place around UCL and London as 
a whole in celebration of Darwin's life:  
 

http://www.ucl.ac.uk/media/library/darwinexhibition  
http://www.ucl.ac.uk/news/news-articles/08010/08101306 
http://www.ucl.ac.uk/Library/exhibitions/charles-darwin/  
http://www.darwin200.org/  

 
More ISMB news on http://www.ismb.lon.ac.uk/news.html 
If you would like to contribute to the next newsletter (summer issue) please email Anne-Cécile Maffat 
at ismb-admin@ismb.lon.ac.uk 
 


